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RHAMM Peptides 

Murine Exon3 sequence: 

N-terminal KLQATQKDLTESKGKIVQLEGKL--- 23aa 

For Exon3 antibody, used the peptide sequence: 
( C ) KLQATQKDLTESKG 

Murine Exon4 sequence: 

N-terminal VS IEKEKIDEKCETEKLLE Y IQE I S 25aa 

For Exon4 antibody, used the peptide sequence: 
(C ) VSIEKEKIDEKC/S 

For antibody to Human RHAMM v5, used the peptide sequence: 
(C) LKSKFSENGNQKNL 

Homology between three peptides from murine (M) and 
human (H) RHAMM (as used to raise antibody) 



1) Exon3 

2) Exon4 

3) v5 
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— A D-H M 

LKSKFSENGNQKNL 
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SEQ ID. NO. 15 
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SEQ ID. NO. 17 
SEQ ID. NO. 18 
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SEQ ID. NO. 19 

as in SEQ ID. NO. 17 
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RHAMM binding protein cDNA (RABP) (partial) 



GAA TTC GCG GCG GCG TCG ACC AAC AAG CCC CCT GCT GTT TCC CCG GGG 

EFAAASTNKPPAVSPG 
GTG GTC TCC CCA ACC TTT GAA CTT ACA AAT CTT CTA AAT CAT CCT GAC 

VVSPTFELTNLLNHPD 
CAT TAT GTA GAA ACA GAG AAC ATT CAG CAT CTC ACA GAC CCG GCT CTA 

HYVEI EN IQHLTDPAL 
GCA CAT GTG GAT AGA ATA AGC GAA GCC CGG AAA CTG AGT ATG GGA TCT 

AHVDRISQARKLSMGS 
GAT GAT GCT GCC TAC ACA CAA GCT CTG CTG GTG CAC CAG AAG GCC AGG 

DDAAYTQALLVHQKAR 
ATG GAA CGG CTT CAA AGA GAG CTC GAG ATG CAA AAG AAA AAG CTG GAT 

MERLQRELEMQKKKLD 
AAA CTC AAA TCT GAG GTC AAT GAG ATG GAA AAT AAT CTA ACT CGA AGG 

K LKSEVNEMENNLTRR 
CGC CTG AAG AGA TCA AAT TCC ATT TCC CAG ATA CCG TCA CTC GAA GAA 

RLKRSNSISQIPSLEE 
ATG CAG CAG TTG AGA AGT TGT AAT AGA CAA CTC CAG ATT GAC ATT GAC 

MQQL RSCNRQLQIDID 
TTT GAC TGC TTA ACC AAA GAA ATT GCA TCT TTT TCA AGC CCG AGG ACC 

FDCLTKEIASFSSPRT 
ACA TTT TAA CCC CAG CGC TAT TCA TAA CTT TTA TGA CAA TAT TGG ATT 
- T . F * 

TGT AGG CCC TGT GCC ACC AAA ACC CAA AGA TCA AAG GTC CAC CAT CAA 
AGG TCG ACG CGG 
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Human : 1 MSFPKAPLKRFNDPS6CAPSPGAYDVKTLEVLKGPVSFQKSQRFKQQKESKQNLNVDKDTTLPASARKVKSSESK 
Human: 76 KESQKNDKDLK I LEKE I RV LLQERGAQDRR IQDLETELEKMEARLNAALREKTSLSANNATLEKQL I ELTRTNEL 
Human: 151 LKSKFSENGNQKNLRILSLELMKLRNKRETKMRGMMAKQEGMEMKLQVTQRSLEESQGKIAQLEGKLVSIEKEKI 

-I! IIMIN I II lll-i IN II i; N II II 

Mouse: 1 MRALSLELMKLRNKRETKMRSMMVKQEGMELKLQATQKDLTESKGKIVQLEGKLVSIEKEKI 



Human: 226 DEKSETEKLLEYIEEISCASDQVEKYKLDIAQLEENLKEKNDEILSLKQSLEENIVILSKQVEDLNVKCQLLEKE 

IIHIIIIIIII lllllllllll+MIIIIII llll IIIIIIIIIIIIMII III I I 
Mouse: 63 DEKCETEKLLEYIQEISCASDQVEKCKVDIAQLEEDLKEKOREILSLKQSLEENITF-SKQIEDLTVKCQLLETE 



Human: 301 KEDHVNRNREHNENLNAEMQNLKQKFILEQQEHEKLQQKELQIDSLLQQEKELSSSLHQKLCSFQEEMVKEKNLF 
++ | ++ || + | + | + |||| im+ll+H | || || I II k HIIIIIII UN 
Mouse: 138 RNDLVSKDRERAETLSAEMQILTERLALERQEYEKLQQKELQSQSLLQQEKELSARLQQQLCSFQEEMTSEKNVF 

Human: 376 EEELKQTLOELDKLQQKEEQAERLVKQLEEEAKSRAEELKLLEEKLKGKEAELEKSSAAHTQATLLL 

llll I - II -II I; || ||+| | + HI llll III II 
House: 213 KEELKLALAELDAVQQKEEQSERLVKQLEEERKSTAEQLTRLDNLLREKEVELEKHIAAHAQAILIAQEKYNDTA 

Human: 

Mouse : 288 QSLRDVTAQLESVQEKYNDTAQSLRDVTAQLESEQEKYNDTAQSLRDVTAQLESEQEKYNDTAQSLRDVTAQLES 

Human: 443 QEKYDSMVQSLEDVTAQFESYKALTASEIEDLKLE/VS5LQEKAAKAGKNAEDVQHQILATESSNQEYVRMLLDLQ 

1111+ III Hill II- 1,1-111 I I -I III -I I- II 
Mouse: 363 QEKYNDTAQSLRDVTAQLESYKSSTLKEIEDLKLENLTLQEKVAMAEKSVEDVQQQILTAESTNQEYARMVQOLQ 

Human: 518 TKSALKETEIKEITVSFLQKITDLQNQLKQQEEDFRKQLEDEEGRKAEKEA^AELTEEINKWRLLYEELY/WTK 

" ■ " >| III llllll III+IIIIMH+IMIII1III+*" I lllir III IIH1IIIIIIII III 

Mouse: 438 NRSTLKEEEIKEITSSFLEKITDLKNQLRQQDEDFRKQLEEKGKRTAEKENVMTELTMEINKWRLLYEELYEKTK 

Human: 593 PFQLQLDAFEVEKQALLNEHGAAQEQLNKIRDSYAKLLGHQNLKQKIKHVVKLKDENSQLKSEVSKLRCQLAKKK 

III llllll I -II HI llllllllllll+llllllllllllllllllllllllllllllll+ll |+| 
Mouse : 513 PFQQQLDAFEAEKQALLNEHGATQEQLNKIRDSYAQLLGHQNLKQKIKHVVKLKOENSQLKSEVSKLRSQLVKRK 

Human : 668 QSETKLQEELNKVLGIKHFDPSKAFHHESKENFALKTPLKEGNTNCYRAPMECQESWK* 

-h- 1 - IIMIIIIIII I Hill II II 

Mouse: 588 QNELRLQGELDKALG I RHFDPSKAFCHASKENF - - - TPLKEGNPNCC* 
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